and X2 (CGCG) are cleavable DNA strands. The 5′ end of one of the DNA strands (1, 2, 3 or 4) was labeled with FAM. The concentration of HJ in each reaction is 250 nM. Protein concentration is 1000 nM. AtMOC1 was used as a representative for the mapping assay. The reaction products were resolved by denaturing PAGE. c,f, Cleavage site mapping for strands 2 and 4 of the X2 (CATG) and X2 (CGCG). The reaction products were resolved by denaturing PAGE and mapped by 5′-FAM labeled oligo sequences. g, 5′-FAM labeled oligo nucleotide sequences used as marker for cleavage site mapping. Source data are provided as a Source Data file.  Chain: structure and chain identifiers of the hits (matched proteins)  Z-score: the summary list is sorted by Z-score. Z-scores above 7 are reported. Hits with higher Z-scores are more similar to the query. 
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